Programme for the 42nd Erice Course (version May 10th, 2010)
STRUCTURE AND FUNCTION FROM MACROMOLECULAR CRYSTALLOGRAPHY: 

ORGANISATION IN SPACE AND TIME   
Thu, June 3 (arrival ) – Sun, June 13 (departure day) 2010 (blue titles in S. Domenico Lecture Hall; Poster Sessions, Buffet & Party Dinners in S. Francesco Court)
	
8.45
	Fri  4
Opening Remarks
	Sat 5
	Sun 6
	Mon 7
Nobel  Prize Awardees Day
	Tue 8 
	Wed 9
	Thu  10
	Fri  11
	Sat 12

	9.00
	Macromolecular Assemblies in Time and Space

Tom Blundell
(UK)
	Movements Across Membranes 1 :
Ion Channels Bob Stroud

(USA)
	Membranes

Signalling 1: 
Cell Surface Receptors

Yvonne Jones

(UK)
	9 00-9.50
The Ribosome as a Dynamic Machine 1 Ada Yonath

(Israel)
	Macromolecular Structure and Dynamics Studied by Cryo EM & Image Processing

Helen Saibil
(UK)
	Structural Dynamics of Viruses 

David Stuart

(UK)
	Chromatin as a Dynamic Assembly

Tim Richmond

(Switzerland)
	Cell Signalling through Covalent Modification and Allostery

Louise Johnson

(UK)
	Molecular Basis of Allosteric Transitions : GroEL
Amnon Horovitz 

(Israel)

	10:00
	Molecular Dynamics

Michele Vendruscolo

(Italy/UK)
	Movements Across Membranes: Plasma Membrane Pores

Carola Hunte

(Germany)

	Membrane Signalling 2: 
Growth factor Receptors.
Ermanno Gherardi

(Italy)


	9.50-10.40
The Ribosome as a Dynamic Machine 2 
 Tom Steitz

(USA)
	Cryo-Electron Microscopy: from Molecules to Systems Wolfgang Baumeister

(Germany)
	Structural Dynamics of Viral RdRP 
Complexes
Nuria Verdaguer
 (Spain)
	Chaperones, Protein Folding, Misfolding and Refolding
Helen Saibil

(UK)
	Cell Signalling through Protein Interactions

David Barford

(UK)


	DNA Transcription

Patrick Cramer (Germany)



	11:00
	Coffee
	Coffee 

Workshop (1-6) lists up 
	Coffee 

Workshop (7-12) lists up 
	10.40-11.20
Coffee
	Coffee
	Coffee
	Coffee
	Coffee
	Coffee

	11.30
	Dynamical Systems: The Structural Biology of Muscle:

 Spatial and Temporal Aspects
Ken Holmes

 (UK/Germany)
	Combining  cryo-EM and X-ray crystallography to study membrane protein structure and function
Werner Kuhlbrandt

(Germany)
	Signalling Across Membranes

GPCRs

Bill Weis

 (USA)
	11.20-12.10 The Ribosome as a Dynamic Machine 3 
Venki Ramakrishnan (UK)
	Coherent 
X-ray X-ray Imaging

Janos Hadju

(Hungary/
Sweden)
	Structural Dynamics of HIV-1 Reverse Transcriptase Eddy Arnold 
 (USA)
	EXCURSION to Selinunte and Segesta (or, free choice) to the S Vito lo Capo beach
	DNA Polymerase Clamp Loading
John Kuriyan

(USA)
	Protein Transport across Membranes
Elisabeth 
Sauer-Eriksson
(Sweden)

	12.30
	Lunch
	Lunch
	Lunch
	12.10-13.00
	Lunch
	Lunch
	Lunch during
	Lunch
	Lunch


	14:30
	Exosome

Elena Conti

(Italy/Germany)
	Workshop Session A 

	Workshop Session B


	The Ribosome as a Dynamic Machine 4
Nenad Ban

(Switzerland/ Croatia)
	Workshop Session C

	Workshop Session D

	EXCURSION


	Workshop Session E


	Workshop Session F

	15:30
	RuvBL1 and RuvBL2

and Their Complex

Proteins Implicated in Many Cellular Pathways 
M. Armenia Carrondo

(Portugal)
	
	
	
	
	
	
	
	

	16.30
	Coffee
	Coffee
	Coffee
	
	Coffee
	Coffee
	
	Coffee
	Coffee

	17:00
	Workshop Intro Talks (1-6)


	Defining Stoich- iometry & Shape of Multiprotein Complexes Using Mass Spectrometry
Justin Benesch
(UK)
	Short (2-3 mins) Presentation of Posters   
(odd numbers)
	13.30- 19.00
Lunch during EXCURSION
to Mothia Island or (free choice) to the Trapani sand beach
	Applicants’ Contributions

(20 mins) by  
J. Gulbis, 
Y. Xiong,
G. Sciara
	Short (2-3 mins) Presentation of Posters   
(even numbers)
	
	The Structure and Open Mechanism of the Vault Ribonucleoprotein Particle 

Nuria Verdaguer  (Spain)
	3D-EM of Motor Proteins of  the Dynein & Kinesin Families
Andreas Hoenger
(USA/ Germany )

	17:45
	Workshop Intro Talks (7-12)

	Proteopedia: Exciting Advances in the 3D  Encyc yclopedia of Biom olecular Structure & Function,E. Ho
dis, J. Prilusky & J. Sussman 
(Israel)
	Short (2-3 mins) Presentation of Posters   
(odd numbers)

 (cont.d)
	
	Applicants’ Contributions

(20 mins) by
J.H. Lee,  
 Douglas Instr.

& Oxford Diffraction
	Short (2-3 mins) Presentation of Posters   
(even numbers)

 (cont.d)
	
	Structure Analysis of Biological Macromolecules

by Small-angle X-ray

Scattering 
Dimitri Svergun

(Russia)


	Closing Remarks

Maria Armenia Carrondo

(Portugal)

	18:30
	Signup Workshops Sessions A and B
	Signup Workshops  Sessions C D E F
	Poster Session Odd Numbers
	
	19:00- 20:00 Companies Aperitiv 
	Poster Session Even Numbers
	
	
	Free

	20:00
	Welcome Buffet Dinner + Folk Show
	Free 

	20:30 
Pasta party
	The Three Past-Ericeans 2009-Nobel  Laureates Dinner
	Free
	20:30
Pizza party 
	Buffet Dinner in front of Segesta   Temple
	Free

	Good-Bye Buffet Dinner


Preliminary workshop scheme next page: John Irwin  ( jji@cgl.ucsf.edu ) acts as main coordinator; please contact him if you are a PyMol expert..  

Workshop Schedule

Workshops are all “watch me” style, except Proteopedia and Crystallization.  There are 3 “watch me” venues with no limits on number of participants.  The Paramarsala room accommodates 8 at a time for crystallization workshops.  The Madonna room can accommodate 12 for hands-on workshops, or 20 for “watch me”style ones. Therefore for the sign-up lists, these numbers MUST be respected

	Venue
	A. Sat 5
	B. Sun 6
	C. Tue 8
	D. Wed 9
	E. Fri 11
	F. Sat 12

	S Domenico
	Coot
	Prot-Interactns
	CryoEM
	CCP4
	CryoEM
	DOCK

	S Francesco
	CCP4
	MD
	ARP-Warp
	Prot-Interactns
	DOCK
	Modeller

	S Rocco
	MD
	ARP-Warp
	Coot
	SHARP
	Modeller
	SHARP

	Madonna
	
	Proteopedia
	Assemblies
	Proteopedia
	Assemblies
	Proteopedia

	Paramarsala
	Crystallization
	Crystallization
	Crystallization
	Crystallization
	
	


Workshop list, by number

# Workshop name
      



Session
Leader(s)

1. (Data bases of) Protein Interactions

B, D

Richard Bickerton

2. CCP4 




   
A, D

Garib Murshudov

3. 
Proteopedia 



   
B, D, F
Eran Hodis, Jaime Prilusky, Joel Sussman
4. 
Arp-Warp




   
B, E

Tassos Perrakis

5. Sharp/AutoSharp



   
D, F

Clemens Vonrhein

6. (Analysis of large) Assemblies 

   
C, E

Dima Chirgadze
7. Cryo EM images



   
C, E

Carsten Sachse

8. Crystallisation  



   
daily

Terese Bergfors
9.  MODELLER



   
E, F

Ben Webb / Maya Topf

10.  Coot 





   
A, C

Paul Emsley
11.  MD (Molecular Dynamics)                         
A, B

Michele Vendruscolo 

12.  DOCK (for ligand discovery)


C, E

John Irwin 

